139
Prey samples were collected from the birds using the water off loading technique 140 (Wilson 1984) . By selecting different areas each day and marking the birds with wax markers,
141
we guaranteed that birds and nests were only sampled once. Fresh prey items found in food 142 samples were identified using specialised guides (Quéro et al. 2003) and stored in 70% given taxon, as a percentage of the total number of prey items.
155
Given their small size (less than 3 mm), most unidentified crustaceans and insects 156 found in the samples were unlikely to be their direct prey, and were probably part of the diet which is by far the best represented in Genbank). Therefore, the 16S was more informative in 174 the context of this study.
175
We collected pieces of tissue from prey associated with hard structures (e.g.,
176
vertebrae) that could not be identified morphologically and used these for DNA barcoding. To was calculated using a 1000 bootstrap replicates with alternate SPR and TBR swapping.
237
Assignments of families and genera were obtained using a strict criterion based on 238 how query sequences clustered in the NJ and DO trees (Wilson et al. 2011 ). According to this 239 criterion, a taxon (family or genera) is identified if the query sequence nests within a clade 240 that comprises members of that taxon.
241
As some of our query sequences that produced 100% matches in BLAST showed high 
Statistical analysis

250
We initially checked for overall differences in the diet between sexes and among years 251 using permutational multivariate analysis of variance based on distance matrices, respectively. DNA sequences were submitted to GenBank (Table S1 ). Based on phylogenetic assignments using strict and liberal criteria we were also able 301 to increase the taxonomic resolution of morphologically unidentified Exocoetidae and
302
Trachurus specimens, identifying two species of Cheilopogon (C. melanurus and C. The most common cephalopods were the neon flying squid (Ommastrephes bartramii; 327 FO range = 6.4 to 13.7%) and Histioteuthis arcturi (FO range = 1.1 to 5.3%). In addition, ten 328 other cephalopod species from nine different families were present in the diet of Cory's 329 shearwaters (see Table 2 ).
330
Crustaceans (FO range = 4.4 to 14.4%), mostly from the order Isopoda (FO range = 331 1.1 to 11.1%) and insects, from the family Halobatidae (FO range = 0 to 0.8%), were also 332 present in the diet samples (Table 2) . Fishery hooks were also found in three diet samples (FO 333 = 0.5%). were the most frequent prey item of non breeders (Fig. 3) . In the incubation period, non 342 breeders also consumed less fish (FO = 12.1%) while cephalopods were much more frequent 
Sex and inter-annual variations in diet 346
During the chick rearing period, we found significant dietary differences between 347 sexes (pseudo F 1,513 = 10.63 p < 0.001; Table 3 ). Females delivered significantly more chub 348 mackerel to their chicks than males. In contrast, males provided the chicks with more sardines 349 (Table 3) . We also found significant inter annual variations in the diet of shearwaters Table 2 ). In this period, cephalopods were found to occur less frequently (FO = 13.3%, NF = 360 1.3%), than during the chick rearing period of the same year (Fig. 2, Table 2 ). Other fish, 361 particularly sardine and pilot fish were frequent during the chick rearing period, but 362 completely absent from the diet during the pre laying stage (Fig. 2, Table 2 ). 
432
We found that, during the chick rearing period (August/September), the diet of non breeders them to feed more on distant (coastal) prey. However, the opposite pattern was revealed by 440 our data, as squid in our system is more often captured in offshore waters (unpublished data). The influence of sex on diet 452 Direct evidence of sex related dietary differences in pelagic seabirds is scarce (e.g., Inter-annual and seasonal variations in diet 475 There were inter annual differences in the occurrence of some prey species in the diet 476 of the shearwaters, namely sardine and cephalopods, which were more frequent in 2010.
477
Cory's shearwaters are generalist predators (Thibault et al. 1997) and it is likely that these 478 temporal variations may reflect a change in the abundance or availability of their main prey. Table S1 Genbank accession numbers of prey identified using DNA barcoding. 
